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Abstract: [Objective] This study compared outcomes of in vitro maturation (IVM) and in vitro fertilization (IVF)
intracytoplasmic sperm injection (ICSI) cycles after IVM of immature germinal vesicle (GV) oocytes. [Methods] ICSI was
performed on metaphase II (MII) oocytes retrieved in 163 IVF-ICSI cycles (group I; n = 987) or matured from GV stage oocytes
in IVF-ICSI ( group II; n = 132) and 37 IVM cycles ( group IlI; n = 235). Fertilization and cleavage rates and embryo quality
were compared among the three groups. [Results] The fertilization rate, cleavage rate and top quality embryos rate were higher in
group | than group II and group Il (84.9%, 98.1%, and 61.6%; 72.0%, 90.5% and 22.1%l; 75.3%, 94.4% , and 25.1%,
respectively ). Blastomere numbers and morphology scores were highest in group I (P < 0.05), but no significant differences
existed between group II and group III. [Conclusion] The morphology of embryos developed from in vivo MII oocytes was superior
to those from in vitro matured MII oocytes. No significant difference was observed in embryo morphology from immature GV oocytes
in IVF and IVM cycles.
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1
Table 1 Fertilization rate and embryo development of IVF and IVM groups

Group Group Group
ICSI oocytes (n) 987 132 235
2PN (%) 838(84.9) 95(72.0) " 177(75.3)7
3PN (%) 9(0.9) 1(0.8) 3(1.4)
Degeneration (%) 47(4.8) 9(6.8) 14(6.6)
Cleavage (%) 822(98.1) 86(90.5)% 167 (94.4)®
Day 2 blastomeres(x = SD) 3.77 + 0.74 3.43 + 0.86% 3.26 + 0.85”
Day 2 morphology score (x + SD) 1.33 + 0.41 1.91 + 0.71% 1.65 + 0.54'
Day 3 blastomeres(x = SD) 6.62 + 1.38 6.30 + 1.54 5.51 + 1.18"
D3 morphology score(x + SD) 1.52 + 0.51 1.99 + 0.73¥ 1.89 + 0.64
Good quality embryos (%) 506(61.6) 19(22.1)¢ 42(25.1)"%

1)-6) : compared between group I and group II. 1) P < 0.001; 2) P < 0.001; 3) P =0.022; 4) P < 0.001;5) P =0.005;6) P < 0.001.
7)-13) :compared between group I and group III. 7) P = 0.001;8) P = 0.008;9) P = 0.001; 10) P < 0.001;11) P < 0.001;12) P = 0.001;

13) P < 0.001. P > 0.05 for all comparisons between group Il and group III.
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